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Abstract: The misuse of antibiotics in livestock and poultry industry leads to the production of a large number of antibiotic
resistance genes ( ARGs) and ARGs are discharged into the environment to cause multi-drug resistance of bacteria and e—
ven lead to the outbreak of "superbugs" which seriously endangers the living environment and human health. At present
the research on ARGs removal technology of effluent from biochemical treatment of livestock manure is lacking which has
become a bottleneck restricting the treatment and utilization of livestock manure. This paper analyses the current pollution
status of ARGs in livestock and poultry manure describes in detail the migratory transmission pathways and environmental
behaviors of ARGs and focuses on the abatement technology of ARGs in livestock and poultry manure and puts forward the
outlook. It provides ideas for future research on ARGs control technologies in order to develop more efficient and green pol—
lution blocking and controlling technologies to reduce the potential risks to human health.
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